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3 <110> APPLICANT: Herrman, John L 

4 Rastelli, Luca 

5 Shimkets, Richard A 

7 <120> TITLE OF INVENTION: Novel Proteins and Nucleic Acids Encoding Same and 

8 Antibodies Directed Against these Proteins 
10 <130> FILE REFERENCE: 21402-138 

12 <140> CURRENT APPLICATION NUMBER: 09/970,944 
C--> 13 <141> CURRENT FILING DATE: 2002-05-02 

15 <150> PRIOR APPLICATION NUMBER: 60/237,862 

16 <151> PRIOR FILING DATE: 2000-10-04 
18 <160> NUMBER OF SEQ ID NOS : 62 

20 <170> SOFTWARE: Patentln Ver. 2.1 

22 <210> SEQ ID NO: 1 

23 <211> LENGTH: 2881 

24 <212> TYPE: DNA 

25 <213> ORGANISM: Homo sapiens 

27 <400> SEQUENCE: 1 

28 agctggggct ccgggctgag gcgctaaagc cgccctcccg cccgcggggc cccgcgcccg 60 

29 gcccgcccgc ctgcccgccc gcggccatgg ccgtccggcc cggcctgtgg ccagcgctcc 120 

30 tgggcatagt cctcgccgct tggctccgcg gctcgggtgc ccagcagagt gccaccgtgg 180 

31 ccaacccagt gcctggtgcc aacccggacc tgcttcccca cttcctggtg gagcccgagg 240 

32 atgtgtacat cgtcaagaac aagccagtgc tgcttgtgtg caaggccgtg cccgccacgc 300 

33 agatcttctt caagtgcaac ggggagtggg tgcgccaggt ggaccacgtg atcgagcgca 360 

34 gcacagacgg gagcagtggt gagccgacca tggaggtccg cattaatgtc tcaaggcagc 420 

35 aggtcgagaa ggtgttcggg ctggaggaat actggtgcca gtgcgtggca tggagctcct 480 

36 cgggcaccac caagagtcag aaggcctaca tccgcatagc cagattgcgc aagaacttcg 540 

37 agcaggagcc gctggccaag gaggtgtccc tggagcaggg catcgtgctg ccctgccgtc 600 

38 caccggaggg catccctcca gccgaggtgg agtggctccg gaacgaggac ctggtggacc 660 

39 cgtccctgga ccccaatgta tacatcacgc gggagcacag cctggtggtg cgacaggccc 720 

40 gccttgctga cacggccaac tacacctgcg tggccaagaa catcgtggca cgtcgccgca 780 

41 gcgcctccgc tgctgtcatc gtctacgtga acggtgggtg gtcgacgtgg accgagtggt 840 

42 ccgtctgcag cgccagctgt gggcgcggct ggcagaaacg gagccggagc tgcaccaacc 900 

43 cggcgcctct caacgggggc gctttctgtg aggggcagaa tgtccatgac cgcaccgtct 960 

44 cctctctgct tgtctctgtg gacggcagct ggagcccgtg gagcaagtgg tcggcctgtg 1020 

45 ggctggactg cacccactgg cggagccgtg agtgctctga cccagcaccc cgcaacggag 1080 

46 gggaggagtg ccagggcact gacctggaca cccgcaactg taccagtgac ctctgtgtac 1140 

47 acagtgcttc tggccctgag gacgtggccc tctatgtggg cctcatcgcc gtggccgtct 1200 

48 gcctggtcct gctgctgctt gtcctcatcc tcgtttattg ccggaagaag gaggggctgg 1260 

49 actcagatgt ggctgactcg tccattctca cctcaggctt ccagcccgtc agcatcaagc 1320 

50 ccagcaaagc agacaacccc catctgctca ccatccagcc ggacctcagc accaccacca 1380 

51 cctaccaggg cagtctctgt ccccggcagg atgggcccag ccccaagttc cagctcacca 1440 

52 atgggcacct gctcagcccc ctgggtggcg gccgccacac actgcaccac agctctccca 1500 

53 cctctgaggc cgaggagttc gtctcccgcc tctccaccca gaactacttc cgctccctgc 1560 
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54 cccgaggcac cagcaacatg acctatggga ccttcaactt cctcgggggc cggctgatga 1620 

55 tccctaatac aggtatcagc ctcctcatcc ccccagatgc cataccccga gggaagatct 1680 

56 atgagatcta cctcacgctg cacaagccgg aagacgtgag gttgccccta gctggctgtc 174 0 

57 agaccctgct gagtcccatc gttagctgtg gaccccctgg cgtcctgctc acccggccag 1800 

58 tcatcctggc tatggaccac tgtggggagc ccagccctga cagctggagc ctgcgcctca 1860 

59 aaaagcagtc gtgcgagggc agctgggagc aggatgtgct gcacctgggc gaggaggcgc 1920 

60 cctcccacct ctactactgc cagctggagg ccagtgcctg ctacgtcttc accgagcagc 1980 

61 tgggccgctt tgccctggtg ggagaggccc tcagcgtggc tgccgccaag cgcctcaagc 2040 

62 tgcttctgtt tgcgccggtg gcctgcacct ccctcgagta caacatccgg gtctactgcc 2100 

63 tgcatgacac ccacgatgca ctcaaggagg tggtgcagct ggagaagcag ctggggggac 2160 

64 agctgatcca ggagccacgg gtcctgcact tcaaggacag ttaccacaac ctgcgcctat 2220 

65 ccatccacga tgtgcccagc tccctgtgga agagtaagct ccttgtcagc taccaggaga 2280 

66 tcccctttta tcacatctgg aatggcacgc agcggtactt gcactgcacc ttcaccctgg 2340 

67 agcgtgtcag ccccagcact agtgacctgg cctgcaagct gtgggtgtgg caggtggagg 2400 

68 gcgacgggca gagcttcagc atcaacttca acatcaccaa ggacacaagg tttgctgagc 2460 

69 tgctggctct ggagagtgaa gcgggggtcc cagccctggt gggccccagt gccttcaaga 2520 

70 tccccttcct cattcggcag aagataattt ccagcctgga cccaccctgt aggcggggtg 2580 

71 ccgactggcg gactctggcc cagaaactcc acctggacag ccatctcagc ttctttgcct 2640 

72 ccaagcccag ccccacagcc atgatcctca acctgtggga ggcgcggcac ttccccaacg 2700 

73 gcaacctcag ccagctggct gcagcagtgg ctggactggg ccagccagac gctggcctct 2760 

74 tcacagtgtc ggaggctgag tgctgaggcc ggccaggccc gacacctaca ctctcaccag 2820 

75 ctttggcacc caccaaggac aggcagaagc cggacagggg cccttcccca caccggggag 2880 

76 a 2881 

79 <210> SEQ ID NO: 2 

80 <211> LENGTH: 899 

81 <212> TYPE: PRT 

82 <213> ORGANISM: Homo sapiens 

84 <400> SEQUENCE: 2 

85 Met Ala Val Arg Pro Gly Leu Trp Pro Ala Leu Leu Gly lie Val Leu 

86 1 5 10 15 

88 Ala Ala Trp Leu Arg Gly Ser Gly Ala Gin Gin Ser Ala Thr Val Ala 

89 20 25 30 

91 Asn Pro Val Pro Gly Ala Asn Pro Asp Leu Leu Pro His Phe Leu Val 

92 35 40 45 

94 Glu Pro Glu Asp Val Tyr lie Val Lys Asn Lys Pro Val Leu Leu Val 

95 50 55 60 

97 Cys Lys Ala Val Pro Ala Thr Gin lie Phe Phe Lys Cys Asn Gly Glu 

98 65 70 75 80 

100 Trp Val Arg Gin Val Asp His Val lie Glu Arg Ser Thr Asp Gly Ser 

101 85 90 95 

103 Ser Gly Glu Pro Thr Met Glu Val Arg He Asn Val Ser Arg Gin Gin 

104 100 105 110 

106 Val Glu Lys Val Phe Gly Leu Glu Glu Tyr Trp Cys Gin Cys Val Ala 

107 115 120 125 

109 Trp Ser Ser Ser Gly Thr Thr Lys Ser Gin Lys Ala Tyr He Arg He 

110 130 135 140 

112 Ala Arg Leu Arg Lys Asn Phe Glu Gin Glu Pro Leu Ala Lys Glu Val 

113 145 150 155 160 
115 Ser Leu Glu Gin Gly He Val Leu Pro Cys Arg Pro Pro Glu Gly lie 
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257 <210> SEQ ID NO: 3 

258 <211> LENGTH: 14536 

259 <212> TYPE: DNA 

260 <213> ORGANISM: Homo sapiens 

262 <400> SEQUENCE: 3 

263 ggagttttcc accatgacta ttgccctgct gggttttgcc atattcttgc tccattgtgc 60 
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264 gacctgtgag aagcctctag aagggattct ctcctcctct gcttggcact tcacacactc 120 

265 ccattacaat gccaccatct atgaaaattc ttctcccaag acctatgtgg agagcttcga 180 

266 gaaaatgggc atctacctcg cggagccaca gtgggcagtg aggtaccgga tcatctctgg 240 

267 ggatgtggcc aatgtattta aaactgagga gtatgtggtg ggcaacttct gcttcctaag 300 

268 aataaggaca aagagcagca acacagctct tctgaacaga gaggtgcgag acagctacac 360 

269 cctcatcatc caagccacag agaagacctt ggagttggaa gctttgaccc gtgtggtggt 420 

270 ccacatcctg gaccagaatg acctgaagcc tctcttctct ccaccttcgt acagagtcac 4 80 

271 catctctgag gacatgcccc tgaagagccc catctgcaag gtgactgcca cagatgctga 540 

272 tctaggccag aatgctgagt tctattatgc ctttaacaca aggtcagaga tgtttgccat 600 

273 ccatcccacc agcggtgtgg tcactgtggc tgggaagctt aacgtcacct ggcgaggaaa 660 

274 gcatgagctc caggtgctag ctgtggaccg catgcggaaa atctctgagg gcaatgggtt 720 

275 tggcagcctg gctgcacttg tggttcatgt ggagcctgcc ctcaggaagc ccccagccat 780 

276 tgcttcggtg gtggtgactc caccagacag caatgatggt accacctatg ccactgtact 840 

277 ggtcgatgca aatagctcag gagctgaagt ggagtcagtg gaagttgttg gtggtgaccc 900 

278 tggaaagcac ttcaaagcca tcaagtctta tgcccggagc aatgagttca gtttggtgtc 960 

279 tgtcaaagac atcaactgga tggagtacct tcatgggttc aacctcagcc tccaggccag 1020 

280 gagtgggagc ggcccttatt tttattccca gatcaggggc tttcacctac caccttccaa 1080 

281 actgtcttcc ctcaaattcg agaaggctgt ttacagagtg cagcttagtg agttttcccc 1140 

282 tcctggcagc cgcgtggtga tggtgagagt caccccagcc ttccccaacc tgcagtatgt 1200 

283 tctaaagcca tcttcagaga atgtaggatt taaacttaat gctcgaactg ggttgatcac 1260 

284 caccacaaag ctcatggact tccacgacag agcccactat cagctacaca tcagaacctc 1320 

285 accgggccag gcctccaccg tggtggtcat tgacattgtg gactgcaaca accatgcccc 1380 

286 cctcttcaac aggtcttcct atgatggtac cttggatgag aacatccctc caggcaccag 1440 

287 tgttttggct gtgactgcca ctgaccggga tcatggggaa aatggatatg tcacctattc 1500 

288 cattgctgga ccaaaagctt tgccattttc tattgacccc tacctgggga tcatctccac 1560 

289 ctccaaaccc atggactatg aactcatgaa aagaatttat accttccggg taagagcatc 1620 

290 agactgggga tccccttttc gccgggagaa ggaagtgtcc atttttcttc agctcaggaa 1680 

291 cttgaatgac aaccagccta tgtttgaaga agtcaactgt acagggtcta tccgccaaga 174 0 

292 ctggccagta gggaaatcga taatgactat gtcagccata gatgtggatg agcttcagaa 1800 

293 cctaaaatac gagattgtat caggcaatga actagagtat tttgatctaa atcatttctc 1860 

294 cggagtgata tccctcaaac gcccttttat caatcttact gctggtcaac ccaccagtta 1920 

295 ttccctgaag attacagcct cagatggcaa aaactatgcc tcacccacaa ctttgaatat 1980 

296 tactgtggtg aaggaccctc attttgaagt tcctgtaaca tgtgataaaa caggggtatt 2040 

297 gacacaattc acaaagacta tcctccactt tattgggctt cagaaccagg agtccagtga 2100 

298 tgaggaattc acttctttaa gcacatatca gattaatcat tacaccccac agtttgagga 2160 

299 ccacttcccc caatccattg atgtccttga gagtgtccct atcaacaccc ccttggcccg 2220 

300 cctagcagcc actgaccctg atgctggttt taatggcaaa ctggtctatg tgattgcaga 2280 

301 tggcaatgag gagggctgct ttgacataga gctggagaca gggctgctca ctgtagctgc 2340 

302 tcccttggac tatgaagcca ccaatttcta catcctcaat gtaacagtat atgacctggg 2400 

303 cacaccccag aagtcctcct ggaagctgct gacagtgaat gtgaaagact ggaatgacaa 2460 

304 cgcacccaga tttcctcccg gtgggtacca gttaaccatc tcggaggaca cagaagttgg 2520 

305 aaccacaatt gcagagctga caaccaaaga tgctgactcg gaagacaatg gcagggttcg 2580 

306 ctacaccctg ctaagtccca cagagaagtt ctccctccac cctctcactg gggaactggt 2640 

307 tgttacagga cacctggacc gcgaatcaga gcctcggtac atactcaagg tggaggccag 2700 

308 ggatcagccc agcaaaggcc accagctctt ctctgtcact gacctgataa tcacattgga 2760 

309 ggatgtcaac gacaactctc cccagtgcat cacagaacac aacaggctga aggttccaga 2820 

310 ggacctgccc cccgggactg tcttgacatt tctggatgcc tctgatcctg acctgggccc 2880 

311 cgcaggtgaa gtgcgatatg ttctgatgga tggcgcccat gggaccttcc gggtggacct 2940 

312 gatgacaggg gcgctcattc tggagagaga gctggacttt gagaggcgag ctgggtacaa 3000 



file://C:\Crf3\Outhold\VsrI970944.htm 



5/13/02 



Page 6 of 8 




RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/09/970,944 



DATE: 05/13/2002 
TIME: 14:45:05 



Input Set : A:\Cura-4 38.app 

Output Set: N:\CRF3\05132002\I970944.raw 



Please Note; 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:9; N Pos . 2,3,4,5,6,7,9,10,11,12,17,19,22,25,28,29,30 
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VERIFICATION SUMMARY DATE: 05/13/2002 

PATENT APPLICATION: US/09/970 , 944 TIME: 14:45:05 



Input Set : A:\Cura-438 .app 

Output Set: N:\CRF3\05132002\I970944.raw 

L:13 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:1826 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 9 after pos . : 0 
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